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Virion RNA
5’

AGCUUGAACCCAGUGCUUUCCACUAUGUGUUUGAAGGGGUGAAGGAACCAGCAGUCC

CCCCACTTCCTTGGTCGTCAGGTCA 
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Sequencing Primer
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2.5 × 10-6 revertants/ PFU

Sedivy et al.  (1987)   Cell  50:379-389



Transversion

Transition
Transversion

Transition ＝ 1 × 10-4

＝ 2.5 × 10-6

＝ 50



RATE OF MUTATION

Replication of ssRNA genome  ---- 10-3 ~ 10-4

Replication of dsDNA genome ---- 10-8 ~ 10-11

Holland et al. (1982)  Science 215:1577
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